Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.044; wR factor = 0.122; data-to-parameter ratio = 22.6.
. For the biological activity of oxindole derivatives, see: Glover et al. (1998) . For puckering and asymmetry parameters, see: Cremer & Pople (1975); Nardelli (1983) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ) .
Cg3 is the centroid of the C11-C16 ring. (Witherup et al., 1995) . Oxindole derivatives are of importance in the total synthesis of indole and oxindole alkaloids such as potent inhibitors of monoamine oxidase (MAO) in human urine and rat tissues (Glover et al., 1998) . We report herein the crystal structure of the title compound.
In the molecule the pyrrolidine ring (N1/C8-C10) adopts an envelope conformation with N1 atom located at the flap position having asymmetry parameter (Nardelli, 1983) ΔC S (N1) = 5.21 (2) The structure is stabilized by an intermolecular N-H···O hydrogen bond and C-H···O intramolecular hydrogen bonds.
The crystal structure is further consolidated by C-H ···Cg3 interactions, where Cg3 is the centroid of C11-C16 ring.
A mixture of (E)-methyl 2-benzyl-3-(2-chlorophenyl)acrylate (2 mmol, 0.58 g), isatin (2 mmol, 0.29 g) and sarcosine (2 mmol, 0.18 g) in acetonitrile (8 ml) was refluxed for about 10 h. After the completion of the reaction as indicated by TLC, the reaction mixture was concentrated. Then the resulting crude mass was diluted with water (10 ml) and extracted with ethyl acetate (3×10 ml). The combined organic layers were washed with brine (2×10 ml) and dried overanhydrous Na 2 SO 4 . The organic layer was concentrated and the crude sample was purified by column chromatography on silica gel (Acme 100-200 mesh), using ethyl acetate:hexane (1:4) to afford the title compound as a colourless solid in 72% yield.
Refinement
Hydrogen atoms were positioned geometrically and allowed to ride on their parent atoms, with C-H = 0.93-0.97 Å and N-H = 0.86 Å, and with U iso (H) = 1.5U eq (C) for methyl H atoms and 1.2U eq (C or N) for other H atoms.
Computing details
Data collection: APEX2 ( 
Figure 1
Molecular structure of the title compound, showing the atom-numbering scheme with 30% probability displacement ellipsoids. H atoms are shown as spheres of arbitrary radius. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Symmetry codes: (i) x+1/2, −y+1/2, z+1/2; (ii) −x+3/2, y−1/2, −z+3/2.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

